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{Korean speakers)

. Dr. Sanghyuk Lee Director, Korean Bioinformation
nite: Transcriptome Analysis for Identifying Fusio
B Dr. Dachee Hwang Professor, POSTECH

nire: AN Integrative Approach to Mitochondrial Disord€
M Dr. Dongsup Kim professor, KAIST

nite: INteraction and Structural Networks of Proteins

{Chinese speakers)

Dr. Yixue Li Pprofessor & Vice Director, Shanghai Center for B|
riie: A novel bioinformatics strategy for the post-GW
Dr. Chaochun Wei Aassociate Professor, Shanghaljlaoto (
nie: Finding diversity of a microbe community: 16S
Dr. Lu Xie Pprofessor & Assistant Director, Shanghai Centerd
ne: Reconstructing phosphorylation-mediated hur

{Japanese speakers)

M Dr. Naruya Saitou, professor, National Institute ofr/@
rite: MISHIMA - A new method for rapid construc

for large number of sequences up to bacterial
B Dr. Takashi GOjObOI‘I Professor & Vice Dicrector, National In
rite: The evolutionary origin of central nervous system -
. Dr. Yoshio Tateno, Specially Appointed Professor, National Instltute of Genetics
ne: CONstruction and evaluation of bacterial phylogeny by using genom"
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