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» What does NCB| do?

Established in 1988 as a national resource for
molecular biology information, NCEI creates
public databases, conducts researchin
computational biology, develops software
tools for analyzing genome data, and
disseminates biomedical information - all for
the better understanding of molecular
processes affecting human health and
disease. More about NCEI..
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dbGaP: NCBIl's Genome Wide
Association Database

MCEI's dbGaP (database of Genotype and
Phenotype) provides data from Genome VWide
Association (GVVA) studies, which are helping
elucidate the link between genes and disease.
For each study, users have access to detailed
infarmation about the phenotypic variables
measured and pre-computed associations
between subjects' phenotypes and genotypes.
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[5: M 015368Repors Order cOMA clong, Links
Heme sapiens pannexin 1 (PARNXT), mRMNA
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This search in Gene shows 45 results, including:
Panx1 (Rattus norvegicus): Pannexin 1
Panx1 (Mus musculus): pannexin 1
PANX1 (Homo sapiens); pannexin 1

[h: NRA012762 Reports Links

Rattus norvegicus caspase 1 (Caspl), mRNA
2il 31542340 reflNn 012762 2|[31542340]

2. MiA 172454 Reparts Links

Mus musculus pannexin 3 (Pansd), mRNA
2il86262154|refiNM 172454 2| [26262154)

[B: MMO19482 Reports Order cDNA clong, Links
Mus musculus pannesxin 1 (Parnx), mRNA
286262133 reflNM 019482 2| [86262133]

[C4: M4 199397 Reports Links

Rattus norvegicus Pannesdn 1 (Pamd ), mRMNA,
il 40786482 | ref|NM_ 195397 1| [40786 482 ]

5: MiA015368Reparts Order cDMA clone, Links

Homo sapiens pannexin 1 (PAMX1), mRNA
2il39995063 | ref| N 015368 3| [39995063]
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This search in Gene shows 45 results, including:
Panx1 (Rattus norvegicus): Pannexin 1

Panx1 (Mus musculus): pannexin 1
PANX1 (Homo sapiens): pannexin 1

M: CH473983 Reports Links
Fattus norvegicus 121000120144528 genomic scaffold, whole genome
shotgun sequence
gi|74325685 | ghlCH473993 2|[74325685]

[2: CH474096 Reports Links

Fattus norvegicus 342000077037993 genomic scaffold, whole genome
shotgun sequence

21|74325502|gblCH47 4006 2|[74325592]
[3: CH466550 Reports Links
hus musculus 232000009743879 genomic scaffold, whole genome

shotgun sequence
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Homo sapiens pannexin 1 (PANX1) gene)exons 3, 4, 5, bnd complete
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Homo sapiens pannexin 1 (PARNX1) gend, exon 2
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Homo sapiens pannexin 1 (PANX1) gene, partial cds
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(14 AF233661 Reports Links

Homo sapiens pannexin 1 (PANX1) gene, exon
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[h5: AHD10945 Reporis Links

Homo sapiens pannexin 1 (PANX1) gene, partial cds
gil1 4794507 | gb| AHO10945 1 |SEG_AF2836615[14784507]
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[01: AYD4S509, Reports Homo sapiens pann..[gi15808656)
Eeatures Seguence

LOGUS AY048509 1430 bp DNA linear PRI 29-SEP=-2001

DEFINITION Homo sapiens pannexin 1 (PANXT) zene, partial cds.

ACCESSION  AYO48509

YERGION AYD48509.1  GI:15808666

KEYWORDS

SOURCE Homo sapiens (human)

ORGANISEN Homo sapiens

Eukarvola; Metazoa; Chordata; Craniata; Yertebrata; Euteleostomi;
Mammal ia; Eutheria; Evarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

REFERENCE 1 {bases 1 to 1430)

AUTHORS  Baranova,&., Ivanov,D., Skoblov,M., Pestova,i., Kelmanson,I.,
Shagin,D., Usman,N., Lukyanov,S. and Panchin,Y.
TITLE Manmal ian pannexin family homologous to invertebrate gap-junction
proteins are differentially expressed in nervous 1issue
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 1430)
BUTHORE  Iwanov,D. and Barannva A .
TITLE Direct Submissi
JOURNAL  Submitted (27- JUL 2001) Genome Analvsis Laboratory, Yavilov

Institute of General Genetics, Gubkina 3, Moscow 119991

FEATURES Locat ion/ualifiers

source 1..1430

Jorganisn="Homo sapiens”

mol_type="genomic DNA™

Jdb_xref="taxon: 3606"

Jehromosome="11"

Jmap=" between DI1S31T and D1154176"

Jclone="LANL LA&1133-0207

606..>1430

Jzene="PAN]

g06..>1170

Jgene="PANX1 -

éﬂgud??;a pannexin 1

gx0n .

Jgene="PANLT"

number=1

990..>1170

Jgene="PANE]

/note="putat ive zap junction protein; contains four

putative iransmenbrane domaing; similar to innexin gap

junction gene family

Joodon_stari=1 .

product="pannexin 1"

Jprotein_jd="RAL0GR04. 1"

Jdb_xref="GI : 15805667
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B1 zgaaagagaa acgeggaccag cagegelact cagegeclcga sactccacac teactaccsl
121 ticcecezcca cocloicace cezzagetoel szaaszzetoc azczotooot cof zoaazezca
181 ceglozetet acaccegctcg atfgzocitl tatzscactz actzttettt zaazcttite
241 cazetectte taaccegatl icaccetett zzamatgtiz zeeetzezec ztaaazesee
301 ccafccoste cacaszamasa gicectteoca saamiszatit tasaactceoe zeel soccass
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source L1430
Jorganusn “Homo sapiens™
Jmol _typez"gzenomic DNA™
Jdb_xref="taxon:9608"
Jehromosome="11"
J/map="between 0115917 and D1154178"
Jolone="LANL L&1133-020"
B06..>1430

Jeene="PANK1"
uRNA 606..>1170
Jzene="FENX1"
Aproduct="pannexin 17
BOE..1170

gxon
Jeene="PANK1"
Snumber=l

cD8 990..>1170

Jzene="PANKI"

Jnote="putat ive gap junction protein; contains four
putalive transmembrane domains; similar to innexin gap
junction gene family”

Joodon_start =1

/product="pannexin

Jerotein_ ld- HALDESD# I"

Fdb_xref="G] : 15808

Jtranslation=" Mﬂl&GLETE??FSDFLLKEPTEPHFKGLRLEL#UDKMHICI#?G
LPLLLISLAFAGEIST™
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chE 990..>1170
Sgene="PaNX1"
/note="putative zap junction protein; coniains four
putative transmembrane domains; similar to innexin gap
junction gene family™
Jeodon_start=1
Sproduct ="pannexin 17
Jprotein_jd="AALOBR04. 1"
Jdb_xref="Gl: 16808667
Sranslat jon=" MATAGLATEYYFSDFLLKEPTEPKFRGLRLELAVDKMYTCIAYG
LPLLLISLAFADETST™
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GGRECGEOGOGGAGGGGUA GELOCAGAGGGAAGCGCT T TGTTCOGRGCATGET TCOCGOGOOT GRGGGT GG
GOGGGAGAGGCGUGAAT COGAGT QLOGLGCGCGECCOGEGEGRACT TRCACGGGLGT GRGGGRET GLRAACTGT
AGGAAGOGGAGCTCT CGGGT T COCGOCCLGCCCOGLOCOGCOGRNGGLGGEAGECA GLGA QUG GAGAGET
CAGOGGAGTCGOTGGGA GCOT GAGGCACCGAGA CACA A AGRCAGRUGGGA T GUGGGA GUAGGCAAAGGGA
A A GOGAAAGCCGUGCGUCCGGEOOGGT GACT GGGT GAA GECGRCOGUGCAGCT T TCOCGA CGUCGGUTGT AG
COGGACCTCCTGRT CGAGCOT GRUGCGCCGCAGCCAT GRUCATCRCT CAACT GGUCA CRGAGT ACGTGTT
CTCGGATTTCTTGCT GAAGGA GLCCACGGAGCCCAAGT TCAAGGGRCT GCGACT GGA GUT GRCT GTGGAC
AAGATGGTCACGTGCAT TGOGRT GRRGCTGLCCCT GUTGUT CATOT CGUT GRUCT TCGUGLAGGAGATCT
CEATTGRTACACAGATAAGCTGTTTCTCTCCAAGTTCTTTCTCOTGGCGET CAGGUTGUCT TTRTGGATTC
ATATTGOTGGGECGGCTGTTOAGOAGAAGRACT CACT GUAGAGCGAGT CTGGAAACCT COCACT GTGGCT G
CATAAGTTTTTCCCOTACATCCTGCTGCTOT TTGOGA TOOT CCTGTACCTGUCCUCGOTGT TOT GGOGT T
TOGCAGCTGOTCCTCATATTTGOTCAGACT TGAAGTTTATCATGGAAGRACT TGACAAAGT TTACAACCG
TGCAATTAAGGCTGCAAA GAGTGOGCGT GACCT T GACATGAGAGA TGRAGCCTGLT CAGT TCCAGGTGTT
ACCGAGAACT TAGGGCALAGT TTGT GGGAGGTATCTGAAAGCCACTTCAAGTACCCAATT GTGGAGCAGT
ACTTGAAGACARAGALAAATTCTAATAATTTAATCATCAAGT ACAT TAGCTGCOGCCT GOTGACACTCAT
CATTATACTGTTAGCGTGTATCTACCTGEGCTATTACTTCAGCCTCTCOTCACTCTCAGACGAGT TTGTG
TGCAGCATCAAATCAGGGAT COTGAGRRACGACAGCA COGT GUOCGATCAGT TTCAGT GUAAACTCATTG
COGTGGRGCATCTTCCAGT TGLTCAGT GTCATTALCCT TGTGGT TTATGTCCTGOT GROTCOOGT GRTTGT
CTACACGCTGTTTGTTCCAT TCOGACAGAAGACAGAT GT TCTCAAAGT GTACGAAAT CCTCCCCACTTTT
GATGTTCTGCATTTCAAATOT GAAGGRGT ACAACGAT TTGAGCCTCTACRATCTCTTCT TGGAGGAAAATA
TaAGTGAGGT CAAGTCATACAAGTGTCTTAAGGTACT GGAGAATATTAAGAGUAGT GGT CAGGRGATCGA
COCAATGCTACTCCTGACALACCTTRGCATGAT CAAGATGGATGTTGTTGATGGCAAAACT CCCATGTCT
GOAGAGAT GAGAGAGGAGCAGEGGAACCAGACGECA GAGCT COAAGGTATGAACAT AGACAGT GAAACTA
AAGOARATAATGEAGAGA AGAATGCCOGACAGAGACT TOTGGATTCTTCTTGOTGATGATTTTTTTCOTT
GAGLTGTAAATCTGTGACT TOTGOGACATGGEATTTAATTT GGCT ARAGCACCOOT GT TGGT TTCACAGE
TGATTTGCAATARATGGET TOT TGET GGAGATACT GAGCATGTCT TATTGAGTCOOT AL TGGAAA TGGTGA
TOhACAARAGGTTATGGAAGAATGGT TTATGAACT TCOCAT AGGAAGCACCT GAGAGA TAGT AAACT GCA
GUAAGTAACTATGTGTAAGTCCTCAT CABATGAAAAGCAGAAAGACAAGRACAATTAGT CAAGRGCAGT A
GUCCTGTCAGAGUCT CGGAGCAATACCTTTCTGTACCCGT GAT GAGACAAGACCCAGAGUTACT GGAAAL
G T TTGGAAGATTTGT T T TGT T TTCATGGAATAATAATATGTCAGGGTATAAT T TAACGT GAGTT
TCTTATGTGCCCTTALAGACT GT TAGACAAGRARAGUAT TCACTGGCT AATAATCCAT AGGRT CGACCTAT
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LOCUS NM_015368 2782 hp mRNA lingar | PRI 12-0CT-2008
DEFINITION Homo sapiens pannexin 1 (PANXT), mRNA.

ROCESSION  NM_015365

ERSTON NM_015368.5 Gl 38995063

KEYWORDS

BOURCE Homo sapiens (human)

ORGANISN Homo sapiens
Eukarvota; Metazoa; Chordata; Craniata; Vertebrata: Euteleostomi;
Mammalia; Eutheria; Euvarchontoglires: Primates; Haplorrhini:
Catarrhini; Hominidae; Homo.
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AUTHORS  [zlesias,R., Locovei,5., Rogue,A., Alberto,&.F., Dahl,G.,
Goray,D.C. and Scemes,E.

TITLE P2ET receptor-Pannexinl complex: pharmacology and signaling

JOURMAL  &m. J. Physiel., Cell Physiol. 295 (3), (793-C760 (2008)

PUBMED 18596211

REMARK GeneRIF: Explored the pharmacological action of compounds known to
block gap junclions on Panx! channels activated by the PZX{7)R and
thetmgchsnisns involwved in the interaction between these two
proteins.
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