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Protein Protein Interaction (PPI) view

fa H ln"I DB :Ep"u:b&dm! Dalabase

¢ B Or Google

<% PPI view

Quick guide t I\O)PPU]\\E

SHBINTLD

Protein-Protein Interaction

PPI view - Protein-Protein Interaction viewer | ueip;

The PPI view displays H-InvDE human protein-protein interaction (PPI} information.

It is constructed by assigning interaction data to H-1InvDB proteins which were originally

predicted from transcriptional products generated by the H-Invitational pr:)_]ev:t
The PPI view is now providing 32,198 human PPIs comprised of 9,
fthaD4

Data sources

We collected PPI data from the following PPI dataebases.

BIND http:/ /www.bind.ca/Action

bDIp hittp:/ /dip.doe-mbi.ucla.edu

MINT http:/ / mint.bio.uniroma2.it/ mint/ Welcome.do
HPRD hitp://www.hprd.org

IntAct hittp:/ /www.ebi.ac.uk/intact/index.jsp
GNP_Y2H http:/ fgenomenetwork.nig.ac.jp/public/sys/gnppub/Top.do

Y
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Please search for your proteins of interest by inputting their keywords, H-InvDB [Ds, or accession numbers.

[:SearchJ

(Frotein keywords, Gene symbcl, H-InvDB ID: HIX (gene cluster ID), HIT (transcript ID), HIP {protein ID),

or accession No.: UniProt, RefSeq, GI, CCDS, PDB)
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e KEGG (http://www.genome.jp/kegg/)
* MetaCyc (http://metacyc.org/)

* ExXPASy: Biochemical Pathway
(http://expasy.org/tools/pathways/)
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Table 1 Empirical examples of small-world networks

Nature 393, 441(1998)

Lactual Lrandom Cactual Crandom
Film actors 3.65 2.99 0.79 0.00027
Power grid 18.7 12.4 0.080 0.005
C. elegans 2.65 2.25 0.28 0.05
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Gene regulation X Feed- X Bi-fan
(tramscription) ' forward M
Y loop
' Z W
)
E.coli 424 519 40) T3 10 203 47+ 12 13
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Neurons X Feed- X Y Bi-fan X Bi-
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‘ ‘ Profile Clusters:
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. . P4 1 0 o]
Phylogenetic Profile: ‘
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P2 1 10 >
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P4 10 0
Ps 111
P3 0 1 1
B 0 11 P60 1 1
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PNAS 96, 4285 (1999) Conclusion: P2 and P7 are functionally linked,

P3 and P6 are functionally linked
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igraph

RD)\wo—=>

— http://cneurocvs.rmki.kfki.hu/igraph/
BE(CRY ND =D TE B,

f|ane The igraph library for complex network research

L e | ..|\ » L__J_ + l..@_!ﬂ}ﬂi,ﬂf’cneumcu.rm ki'kfki'hu,{,igrip_h.f

[~ T3 CI==T of

The igraph library

@ Introduction ¢ News ({3 Download Documentation (@ Screenshots g Community @ Links

Introduction

igraph is a free software package for creating and manipulating undirected
and directed graphs. It includes implementations for classic graph theory
problems like minimum spanning trees and network flow, and also implements
algorithms for some recent network analysis methods, like community
structure search.

Read more »

Features

igraph contains functions for generating regular and random graphs,
manipulating graphs, assigning attributes to vertices and edges. It can
calculate various structural properties, includes heuristics for community
structure detection, supports many file formats.

Read more »

Requirements

- =

License Latest version: 0.5.1

Release notes

Fast greedy community detection,
Q=0.164
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library (igraph) # -1 J35UDFHEMAH
g<-erdos.renyi.game (100,0.05)
c<-degree(g) #2.[CXt

plot (g, vertex.size=c, layout=1layout.kamada.kawail)

# 1.t

# 3. (XTI
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