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Recent Protein Trafficking Top-Ranked Publication  Protein Trafficking,

Transporting and Sorting Research, 3.12, 2006

J. Cell Science, 119, 2006

“InThislIssue” , J. Bradbury, Pumping out insulin.
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1) NIH/NIDDK Program Project Grant
Principal Investigator: V. Marshansky

Consultant: M. Futal
Title of the Project: “Cdlular Biology of Renal Function and Disease”
Budget: $ 334,000/year

2) Pilot & Feasibility Grant (Boston Area Diabetes Endocrinology Research Center)
Principal Investigator: V. Marshansky

Consultant: M. Futai
Title of the Project: “V-ATPase and Regulation of the Protein”
Budget: $4,000/year
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