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+EnvO http://environmentontology.org/

*MEO http://mdb.bio.titech.ac.jp/meo/

+GOLD http://www.genomesonline.org/cgi—bin/GOLD/index.cgi

+GSC http://gensc.org/gc_wiki/index.php/Main_Page

+EMP http://www.earthmicrobiome.org/

«Terragenome (International Soil Metagenome Sequencing Consortium)
http://www.terragenome.org./

*The SEED http://www.theseed.org/wiki/Home_of the SEED

*DSMZ http://www.dsmz.de/

*ATCC http://www.atcc.org/

-PCC
http://www.pasteur.fr/ip/easysite/pasteur/en/research/collections/crbip/general-informations—concerning—th
e—collections/iv—the—open—collections/iv-iii-pasteur—culture—collection—of-cyanobacteria

*SRA http://www.ncbi.nlm.nih.gov/Traces/sra/sra.cgi?view=samples&term=&go=Go

*DRA http://trace.ddbj.nig.ac.jp/dra/index.shtml

+Gazetteer http://bioportal.bioontology.org/ontologies/1397

+Gene Ontology http://www.geneontology.org/

+EnvO http://obo.cvs.sourceforge.net/viewve/obo/obo/ontology/environmental/envo.obo

*MG-RAST http://metagenomics.anl.gov/




*FragGeneScan http://omics.informatics.indiana.edu/FragGeneScan/
+CAMERA http://camera.calit2.net/

*MEGAN http://ab.inf.uni-tuebingen.de/software/megan/

- Galaxy http://galaxy.psu.edu/
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