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CCND3 2 HFBL 2~ BRI RE R - L OFE B ZfENT Lo, ZORER, B bE o
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Publishing 7/L—="HP O~ 7 A Th#E T ST,

B : HEITHARANTORASEEOEVETHDH, MCG Whole Genome Array—4500/Cancer
Array-800 % FIVNCH ¥ fAEkk 32 §1> CGH 7L A RN 24T -7, FriftEiE4 CDK6 (7q21.2)i2
L7z, CDK6 X B EG R IO~ A7 L A% T 293 I CHps el L2 Bifit
Mr&4T-o7-, (Takada et al., Cancer Sci 2005)
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BAMCA: BAC array-based MCA method
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