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Intracellular Concentrations of RNA Polymerase Holoenzymes
in Growing Escherichia coli Cells
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FeBABE: A chemical probe with nuclease
and protease activities
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Classification of Escherichia coli Transcription Factors
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Intracellular Level of RNA Polymerase Il in Shizosaccharomyces pombe
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Assembly of the Fission Yeast RNA Polymerase Il
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Functional Map of Influenza Virus RNA Polymerase
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