e 1 FBRMEHT D73 O B8 i He iy Fox 2020 4F i
2016 4EEELIRIF SR 3 ARV

R

LR ET A B RERL B 52 —
F— L) —H—

Mk« ELRE P AR Jn e oD 7 38 « BERE D 1 A< A [RIRF -



S 1. FFERRFEOBE

AT, Mot ARk, & 2ICE SR O FERCHE , 43I KD | M AN & EHLH0 |
BEREDSHERFSIND, LU, BE#R IZ &o T, Sl ia oo 58 FLPHEREMRAT 3 1 A TUNpuy, 22T,
N2 KRk DM~ 1 FfaT > R s B 12T, FOMmEZ B S AR RE
FHF 2 EAZ B 35, ZAUCEDER 2 el AR Az FEL . £ OREEEZMHZET,
R A A FE D MERF CE DR A HEE T,

AL, BAIEO 1 AL~ L ORMBIRZ ATREE 35720, (1) 1 MilaA4 7 AER%, (2)1
AR R HLEBNE OB R E | FEAEEICREE ML=, F7o, EH7 L —T L TRV — T O
TANIT/ARD 1 #ild RNA-seq D FEHi P )L — 7" L O IE 28 72(3),

(DIZ2W T, Human Cell Atlas T 1 ffifid RNA-seq {EDXF~—I W kR EZ R >7=,
ZDORER, Quartz—Seq2 [THeA AT THIUR EIEE CTHOZENRHBIL,

NZHOWTIE, WEREE E TS LIl Z & WA 92 07 A O B & K5 € Ok Tl
TELIEEMER L, FIEZ Lo~ Ak, ES M7 E 3@ o B2 A TV,

GNZDNWTIE, BB G TIERIL7=A N /AR Z S G 23 1l RNA-seq L7277 — X % i
ICEEDEFRTCThHD, T2 B G 2B L LA AF 2 IS L, BN iPS B SkAdA
WVTT P AR LD FE R R 0O B i B S0l i - S5 M I & & DB R i B 70 & D SC R L
7=

§ 2. WFFEE Al

(1) “pEx s N—">7r
O wrgeftaE i & (bR AE iR 2t 4 — F—2)—4—)
© wrsemE A
1 HIfR O BB~ T 437 AFHATE D B %

2) L7 —7
O TR FETEE B fdEk (ENARRIPHITE 27— K ENTER)
@ WrEEHA
S SO — T TIEBA

(CERESEOPANIE SRR R )

1) Elisabetta Mereu, Atefeh Lafzi, Catia Moutinho, Christoph Ziegenhain, Davis J. McCarthy,
Adrian Alvarez, Eduard Batlle, Sagar, Dominic Griin, Julia K. Lau, Stéphane C. Boutet, Chad
Sanada, Aik Ooi, Robert C. Jones, Kelly Kaihara, Chris Brampton, Yasha Talaga, Yohei

Sasagawa, Kaori Tanaka, Tetsutaro Hayashi, Caroline Braeuning, Cornelius Fischer, Sascha



Sauer, Timo Trefzer, Christian Conrad, Xian Adiconis, Lan T. Nguyen, Aviv Regev, Joshua Z.
Levin, Swati Parekh, Aleksandar Janjic, Lucas E. Wange, Johannes W. Bagnoli, Wolfgang Enard,
Marta Gut, Rickard Sandberg, Itoshi Nikaido, Ivo Gut, Oliver Stegle, Holger Heyn. Benchmarking
Single—Cell RNA Sequencing Protocols for Cell Atlas Projects. Nature Biotechnology. 06 April
2020.

2) Tomoyo Sawada, Thomas E. Chater*, Yohei Sasagawa*, Mika Yoshimura, Noriko Fujimori-
Tonou, Kaori Tanaka, Kynon J. M. Benjamin, Apud C. M. Paquola, Jennifer A. Erwin, Yukiko
Goda, Itoshi Nikaido, Tadafumi Kato. Developmental Excitation—Inhibition Imbalance Underlying
Psychoses Revealed by Single—Cell Analyses of Discordant Twins—Derived Cerebral Organoids.
Molecular Psychiatry. 2020 (These authors contributed equally)

3) Hiroshi Ochiai, Tetsutaro Hayashi, Mana Umeda, Mika Yoshimura, Akihito Harada, Yukiko
Shimizu, Kenta Nakano, Noriko Saitoh, Hiroshi Kimura, Zhe Liu, Takashi Yamamoto, Tadashi
Okamura, Yasuyuki Ohkawa, [toshi Nikaido. Genome-wide analysis of transcriptional bursting—

induced noise in mammalian cells. Science Advances 17 Jun 2020: Vol. 6, no. 25, eaaz6699.

4) Hiroki Michida, Hiroaki Imoto, Hisaaki Shinohara, Noriko Yumoto, Masahide Seki, Mana
Umeda, Tetsutaro Hayashi, [toshi Nikaido, Kasukawa Takeya, Yutaka Suzuki, Mariko Okada—
Hatakeyama. The number of transcription factors at an enhancer determine switch-like gene

expression. Cell Reports. VOLUME 31, ISSUE 9, 107724, JUNE 02, 2020.



