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Table 1. Summary of activity and plan in Activity [1] in Myanmar.

Fiscal
Year in
Japan

Crop

Plant materials

Major activity / Plan

Remark

2018

2018MS

Core collection (CC),
PSH, IMY and MSMKK etc.

> Uniformity check of CC
> Trait evaluation of CC: HD
> GBS of CC

2019

2019DS1&2

cC

> Uniformity check
> Trait evaluation of CC: HD
> GBS of CC

2019MS

cC

> Uniformity check of CC
> Sequencing of CC
> Trait evaluation of CC: HD, AgT, SubT, SalT

2020

2020DS

CC & Others

> Sequencing of CC
> Trait evaluation of CC: SubT, SalT
> Genetic analysis: HD

2020MS

CC & Others

> Trait evaluation of CC: HD, AgT, SubT, SalT, BBRes
> Genetic analysis: HD
> GWAS: HD

2021

2021DS

CC & Others

> GWAS-AgT-SubT-Sall-BBRes
> Genetic-analysis: HD_AgT BBRes

2021MS

CC & Others

2022

2022DS

CC & Others

> Trait evaluation of CC: Other traits
> GWAS: HD, AgT, SalT, BBRes, other traits
> Genetic analysis: HD

> Writing papres

2022MS

CC & Others

> Trait evaluation of CC: Other traits
> GWAS: HD, AgT, SalT, BBRes, other traits
> Genetic analysis: HD

> Writing papres

2023

2023DS

CC & Others

> Trait evaluation of CC: Other traits
> GWAS: HD, AgT, SalT, BBRes, other traits
> Genetic analysis: HD

> Writing papres

2023MS

CC & Others

> Trait evaluation of CC: Other traits
> GWAS: HD, AgT, SalT, BBRes, other traits
> Genetic analysis: HD

> Writing papres

HD: Heading date
AgT: Agronomical Traits

SubT: Submergence Tolerance

SalT: Salinity Tolerance

BBRes: Bacterial Leaf Bright Resistance
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Table 2.

Summary of breeding activity and plan in Activity [2].

Fiscal
Year in Crop Genaration Priority Major activity / Plan
Japan
2018DS Original cross > Original cross was done between 17 recipients and 20 donors having useful genes.
2018FY 018MS - > Backcross was done with two levels: Priority 1 for GN1 and WFP genes and Priority 2
(ordinary) for remaining genes.
> 16 BC1F1 combinations were backcrossed again in March 2019 using recipients (RECP1,
2019DS1&2 [BC1F1 Priority 1 |RECP14, RECP15 & RECP16) to obtain BC2F1 seeds.
> The BC2F1 seeds were obtained in middle April 2019.
BCIFL/F1 Priority 2 > BC1F1 and F1 plants were backcrossed in May 2019 and the seeds were obtained in June
2019.
2019y |2019Ds3 BC2F1 Priority 1 > BC2F1 plants (RECP1, RECP14, RECP15 & RECP16 background) were grown in late April
2019 to generate BC2F2 seeds.
2019MS BC2F2 Priority 1 > BC2F2 plants were grown and the phenotypic selection and Bulk/MAS were done.
BC2F1 y > BC2F1 plants for RECP 1 were backcrossed again to obtain BC3F1 seeds.
BC2F1 .
BCIFL Priority 2 > BC2F2 seeds were obtained.
F1 Y2 |>BCiF1and F1 plants were backcrossed and the backcrossed seeds were obtained.
202008 BC2F3 Priority 1 > BC2F3 plants were grown and the phenotypic selection and MAS were done.
BC3F1 y > BC2F1 plants for RECP 1 were backcrossed again to obtain BC3F1 seeds.
BC2F2 > Phenotypic selection and MAS were done in BC2F2.
BC2F1 Priority 2 > BC2F2 seeds were obtained from BC2F1 plants in June 2020.
y >BC1F1 and F1 plants were backcrossed and the backcrossed seeds were obtained in May
2020FY BC1F1/F1
2019.
2020MS BC3F4 / BC2F3 Priority 1 > BC2F4 and BC3F3 plants were grown and the phenotypic selection and MAS were done.
BC3F1 y > BC3F1 plants for RECP 1 were self-pollinated to obtain BC3F2 seeds.
StCCZFS /Beerz Priority 2 |> Phenotypic selection and MAS were done in BC2F3 and BC2F2.
> Candidate lines were evaluated in terms of their uniformity, fixation and yield and the
2021DS BC2F5 Priority 1 |most promising lines for varietal selection were decided.
> For early eading lines which head in dry season were provided for preliminary yield trial.
2021FY BC2ES o Seanate
2021M P tyl
0 S BCar2 riority
2EARALBE20T L
P ty2
ote. riority
2022FY | 202208 BC2F7 Priority 1 .>The mpst promising lines for varietal registration were evaluated in line with the
instruction of TSC.
> The most promising lines for varietal registration were evaluated in line with the
insstruction by TSC.
2022MS BC2F8 Priority 1 |> Various promissing lines were selected.
> Replicated yield trial instructed by TSC will be done at DAR and Thegon.
> Indivisual research activities were re-started.
> Advanced yield trials instructed by TSC will be done at DAR, Myaungmya and Latpadan.
2023FY ]2023DS BC2F9 / BC2F8  |Priority 1 |> Various promissing lines will be continuously selected.
> |ndivisual research activities wiil be continued.
> Advanced yield trials will be done at DAR, Myaungmya, Thegon and Latpadan.
2023MS BC2F10 / BC2F9 | Priority 1 VanI(?US promissing Im.es. YVI|| bfa. contlnuqusly selected
> Indivisual research activities wiil be continued.
> Final documentation work will be done.
(Note) RECP1: Paw San Hmwe, RECP14: Inma Ye Baw (Thaegone), RECP15: Mote Soe Ma Kway Kyay (Aungban), REXP16: Mote Soe Ma Kway Kyz

PHS
MAS
WGS
PYT
RYT
AYT

Phenotypic Selection

Marker Assisted Selection

Whole Genotype Selection

Preliminary Yield Trial
Replicated Yield Trial
Advanced Yield Trial

N
N
o
N
N




Table 3. Summary of activity and plan in Activity [3] in Myanmar side.

Fiscal Yearin Crop Plant materials Major activity / Plan
Japan
2021DS Progeniesof the selectedin2020-MS = DBYT (Obsevationplots)
2021 > PYT (Obsevationplots)
2021MS Progonicsoi-theseleckodin2020-0MS .
> RYT (Obsevationplots)
2022 2022MS Progenies of the selected in 2020 MS > RYT (Obsevation plots)
2023DS Progenies of the selected in 2020 MS > AYT (Obsevation plots)
2023
2023MS Progenies of the selected in 2020 MS > AYT (Obsevation plots)
PYT: Preliminary Yield Trial
RYT: Replicated Yield Trial
AYT: Advanced Yield Trial
( )
Khin Thanda Win
2018 10 JICA
Enric Angeles
2020 4 2019 12
2020 3 3 2020
2021 2020 2
2022
2023
1
DAR DAR Dr. Naing Kyi Win ( )
2018 1 2021 1 DAR RGBM (Rice Genomic Breeding in Myanmar)
23 23 9 3 DAR
2020 2021 DAR
2 Civil
Disobedience Movement CDM RGBM
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2021 2022

2022
( )
2020 SATREPS JICA
2021
Ms. Moe Moe Hlaing 2019 10
2021
2022 5 13
2023 3
143
2023 3 18
2024 3
Ms. Nang Moe Kham 2020 4
11 17 2021
2022 3
143 2023
3 18
2024 3 JICA
Mr. Saw Bo Day Shar 2020 4
11 17
2021
2 2021 2 2021 12
16 2021 11 27
142 2022 9 23
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2024 3

JICA
4, Mr_ Thein Lin 2020 10
11 17
Lin
2021
12 2022 9 16
2021 11 27 141 2022 3 21
Identification of a gene causing floury endosperm in rice
JICA
5. Ms. Moe Sander 2021 4
2022 5 27 Genetic analysis of internode pattern in rice dI mutant
JICA

2022
)
(2-1) DNA

DAR Naing Kyi Win

[1] 2022
/
[1]-1
[2] 1 2
DNA DAR
2019 2020 2019
2020 2020
[3] 2
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[1]-2

[2] 50%
[2
NU
2 SublA
[2]
QTL
QTL
2020 ACE1 DEC1
Nagai et al. 2020 ACE DECI1
ACE1 DEC1
2022 DEC1
two-hybrid DEC1
DEC1
DEC1 DEC1
DEC1
DEC1
EAR DEC1
DEC1
ACE1 ACE1 5
(ACL1-5) 5 ACE1 (ACL1-5)
ACL1
ACE1 ACLI1 ACL1
2021 ACE1
DEC1
280M
4 2022 230531

-11 -



2021

ACE DEC1
2022 DECI1
DECI1 DEC1
DEC1
DEC1
DEC1 DEC1
DEC1
DEC1
DEC1
19 DEC1
WoX
Wwox3
2021 O. glaberrima
2022
F1
F1 F2 2023 QTL
QTL
NU
QTL
QTL
2021 O. glumaepatula RAE5-1 5 52kb
2021
65 T65 0.
glumaepatula RAE5-1
2022 O.glumaepatula 5
RAE5-1 2021
O. glaberrima RAE3
Uehara et al. 2023, 2023 PNAS
NU
4 2022 230531
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(2]
(2]

L
2021 L L WOX
OsWOX5
OsWOX5 OsWOX10
L OsWOoX10 L
2022
OsWOX10 L
mIAA3 mIAA3-GR
L
Auxin Response Factor ARF
OsARF19  OsWOX10
OsWOX10 L
Kawai et al. 2022 OsWOX5 OsARF19 OsWoXx10
KU
GWAS [2] 2022
250 8
KD18 F2 20
2020 DAR
2022 DAR
251 GWAS
5 1 3 6 7 11 12

DTH1-1 DTH1-2 DTH3-1 DTH3-2 DTH6-1 DTH6-2 DTH6-3
DTH6-4 DTH6-5 DTH7-1 DTH7-2 DTHI11
3 Pegu Gyi Kyauk Hnyin Myaung Mya KD18 F>
QTL 3 3 6 8 9
QTL DTH3 DTH6-1 DTH6-2 DTH6-3 DTH6-4 DTH6-5 DTH6-6 DTH8-1 DTH8-2

4 2022 230531
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QTL DTH8-1 Hd5

Hd5
2022 DNA F2 12
KU
SES
135
23.0dS / m EC DWL
Na, Mg, Ca
2020

2020 2021 445

2020 2021 445

54

: 51 3

( 65 / Bhadua)
445 n=51 Genotyping-
by-sequencing (GBS)
n=51 Khan Dang 18 F1
2022
104 I
16 120
GWAS 5 1 3 4 9
11 6 gSALla gSAL3d gSAL4b
4 2022 230531
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gSAL9 gSAL11b gSAL1lc GWAS

16 n=51 Khan Dang 18
F1 F2
2023 GWAS
Khan Dang 18 F>
QTL
KU
Oryza longistaminata
Thein et al. 2019
2021 224
4 F 1 65
2 3 Grhi
IR24 4 Khang Dan18 4
2022 (GRH: Green rice
leafhopper) 224
GWAS 189 81
GRH1 GRH6
5 11
QTL
2023 GWAS 103
F2 QTL
(Brown planthopper: BPH, Nilaparvata lugens Stal) BPH
BPH
PTB33 BPH
4 (NIL)
BPH NIL
BPH PTB33
4 2022 230531
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[1]-3

JICA
(1997-2002 )
Seed Bank CC
cC
de novo GWAS Genome-Wide Association
Study CC
2018 cC
2019
311
311 (NJ tree) 8
(NJ1  NJ8)
8 250
(NU KU) CC 460 2018
(DAR)
2021 GWAS 2020
DAR GWAS
2022 IMY
236
GWAS
GWAS
GWAS DAR,
KU
2020
IMY de novo
354Mb 12 OU NU 2021
BLAST
ou
NU
( )
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(2-2) 2

DAR Naing Kyi Win
Rainfed lowland ( ) PSH IMY  Upland
MSMKK
[2]-1 [2]-2 2019 Monsoon Rice Season 12
BC2F2
[2]-1 [2]-2
[2]-1 [2]-2
[2]-1 Rainfed lowland
[2]-2 Upland
PSH IMY MSMKK
2019 15 PSH;
11, IMY;2, MSMKK;2 23 10 (GN1 WFP XA5 (xa5)
XA13 (xal3), XA21 BPH25 BPH26 OVC PI21 (pi2l) SublA)
2019 (2019 7 2019 12 ) (Table
2) Priority 1 2020 BC2F3
IMY GN BC2F2 11: IMY/RECP14(GN1)//IMY 40 ,
PSH GN BC2F2 1: PSH/RECP1(GN1)//PSH 40
IMY  WFP BC2F2 12: IMY/RECP14(WFP)//IMY 50
PSH WFP BC2F2 2: PSH/RECP1(WFP)//PSH 50
PSH IMY
MSMKK BC2F2
Priority 2
Priority 2 GN  WFP XA5 (xa5) XA13 (xal3), XA21 BPH25 BPH26
OVC PI21 (pi2l) SublA
2020 (2020 1 6 ) Priority 1 BC2F3
IMY PSH
BC2F3 BC2F3
BC2F4 5 1089 1,089
439 DNA Priority 2
4 2022 230531
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2020 (2020 7 12 ) Priority 1 PSW IMY
BC2F3 BC2F3 BC2F4
sdl
GN1 WFP 11 [2]-3
Priority 2 MSMKK PSW IMY
2020
2021
BC2F5
DAR
144 59 356 PSH 31
189 IMY: 25 167 PSH 23 IMY 15
PSH IMY
Sinthuka Manauthuka PSH IMY
PSH m? 6 400g/m? IMY 500gm?
2021
DAR
2021 11 Khin Thanda Win
JST 1,386
2022 2022 2 3 2021
PSH 11 IMY 5 Table 4 TSC Technical Seed
Committee Table
5
Table 4. Priority 1 breeding materials in 2022DS.
Line name Description No. of Acc. = No. of rows/line* Purpose
T e meo
e S %09 iomyes
MNTK & STK  Check variety 2 24 (8x3)
RECP1 4 (or) 8 To compare
breeding lines with
RECP14 4 (or) 8 its recurrent parent
4 2022 230531
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Table 5. Pedigree of the 22DS candidate lines for varietal registration and their heading date.

22Ms (7/20)* 22Ds (1/23)* 21DS (2/2 & 2/9)* 20MS (7/7)* 20DS (1/31 & 2/7)* 19MS (7/23)*
. 50% 50% 50 % Plant Matur\ty]/ Heading Plant Heading | . Plant
Line Heading Line Heading Line Plant no.| Heading Line Line Line
date date date no. (DAS) date no. date no.
PSH background
AYT1-1 May-12 |PYT1-31 (R2) 6/9 | May-16 |PE1S 3/8 126 Oct-10 |PE139 May-25 | BGF,2-11-5 | 2/7
22MS|RGBMS Oct-15 [AYT1-2 May-7 |PYT1-32 (R2) 1/9 | May-15 |PE23 1/4 121 Oct-5 |PE18L May-25 | BGF,2-19-5 | 16/3
22MS|RGBM7 Oct-24 |AYT1-3 May-12 |PYT1-41 (R1) 2/4 | May-21 [BGF, 2-13 5/7 136 Nov-4 [BC,F; 245 2/5 | May-25 | BGF,2-19-5 [ 18/7
22MS|RGBMA Oct-13 |AYT1-4 May-10 |PB20 1/12 | May-17 |PE14 4/3 128 Oct-12 |PE138 May-30 | BGF,2-11-5 | 1/5
22MS|RGBM6 Oct-20 |AYT1-5 May-12 |PB22 2/6 | May-20 [PE20 1/2 130 Oct-14 |PE176 May-25 | BGF,2-19-1 [ 20/1
22MS|RGBM1 Oct-24 |AYT1-6 May-19 |PB25 3/10 | May-24 |PE47 4/3 128 Oct-12 |PESS May-25 | BCF,2-19-1 | 2/9
AYT1-7 May-9 |PB28 2/8 | May-20 |PE24 3/8 120 Oct-5 |PE182 May-25 | BGF,2-19-5 | 18/9
22MS|RGBMS Oct-17 |AvT1-8 May-11 |PB31 1/8 | May-28 |BCF, 2-4 2/1 133 Nov-1 |BCF;2-41 4/4 | May-25 | BGF,2-19-1 | 8/6
22MS|RGBM2 Oct-13 |AYT1-9 May-7 |PB35 4/9 | May-24 |BCF, 2-14 4/4 136 Nov-4 |BC,F; 245 2/1 | May-25 | BGF,2-19-5 [ 18/7
22MS|RGBM3 Oct-19 |AvT1-10 May-9 |PB41 4/9 | May-22 [PE23 4/1 126 Oct-10 |PE181 May-25 | BGF,2-19-5 [ 16/3
AYT1-11 May-11 |PYT1-32 (R2) 2/3 | May-15 [PE23 1/4 121 Oct-15 |PE181 May-25 | BCGF,2-19-5 | 16/3
IMY background
22MS|RGBM104 Oct-21 |AvT2-1 May-12 |PYT2-5 (R2) 2/3 | May-24 |iEss 4/1 130 Oct-15 |IE84 May-25 | BGF,11-18-2 | 12/2
22MS|RGBM101 Oct-22 |AYT2-2 Jun-3  |PYT2:9 (R2) 3/3 | May-30 |BCF, 11-11 3/1 135 Nov-3 |BCF; 11-29 5/4 | May-30 | BGF,11-14-2 | 6/6
22MS|RGBM105 Oct-26 |AYT2-3 May-10 |PYT2-18 (R2) 5/7 | May-25 |BCF,11-8 4/1 134 Nov-2 |BGF;11-23 1/11 | May-25 | BGF, 11-11-1 | 11/2
22MS [RGBM102 Oct-16 |AYT2-4 May-9 |IBS 1/4 | May-28 |BGF, 11-10 3/5 125 Oct-23 |BC,F;11-28 4/6 | May-25 | BGF, 11-14-2 | 3/11
22MS|RGBM103 seg. |AvI2-5 May-10 |IB14 1/5 | May-30 |BCF, 11-3 2/1 128 Oct-26 [BC,F; 11-13 1/1 | May-15 | BGF,11-6-3 | 10/1
22MS |RECP1 (RP) Nov-18 162 Nov-16
22MS |RECP14 (RP) Nov-7 152 Nov-6
22MS [RGB27 (DP) Gnl Oct-14 122 Oct-6
22MS|RGB44 (DP) WFP1 Oct-06 114 | Sep-28
* Sowing time was indicated in parenthesis after crop season
2nd-tim- W ing
Table 6. The selected lines for 22DS and their major chracteristics. Sowing: Jan. 23
Agronomic Traits Genotype*
Linenamein Maturity* o0% Effective . Primary : i :
202208 Plant no. 0nS) Heading  Plant height tiller Paniclelength branches No. ofgrains  Sterility Sizeand Shape® Left Right
date (cm) (cmy”’ o /panicle? ()" marker  marker
number /panicle’
PSH background
AYT1-2 (R3) 6/8 133 May-05 92.0 8 26.9 12.7 194.7 18.9 1 2 2
AYT1-3 (R1) 7/5 140 May-12 86.0 16 27.3 10.0 209.0 15.9 2 (slightly smaller) 2 2
AYT1-4 (R2) 172 134 May-06 1105 17 29.1 12.0 210.3 12.8 1 ? ?
AYT1-5 (R1) 4/25 140 May-12 107.0 14 28.2 9.3 128.3 15.1 1 2 1
AYT1-6 (R3) 7/8 143 May-13 111.0 12 28.3 19.0 291.7 29.3 4 (slightly longer) 2 1
AYT1-8 (R1) 2/10 139 May-11 107.0 7 27.1 143 229.3 21.7 2 (slightly smaller) ? 1
AYT1-9 (R1) 4/2 135 May-07 103.0 10 25.1 14.7 232.0 22.9 4 (slightly longer) 2 2
AYT1-10 (R2) 4/8 133 May-05 98.0 13 23.5 16.7 208.0 23.9 4 (slightly longer) 2 2
IMY background
ATY2-1 (R3) 6/16 138 May-10 108.0 11 32.3 13.3 196.0 24.4 1 ? ?
ATY2-2 (R3) 3/23 152 May-24 110.0 8 35.9 16.0 236.0 27.0 1 1 1
ATY2-3 (R3) 7/24 137 May-09 115.0 12 28.3 143 204.3 32.4 1 1 1
ATY2-4 (R3) 4/6 134 May-06 103.0 10 28.7 14.0 233.7 18.2 1 1 1
ATY2-5 (R1) 6/6 138 May-10 119.0 12 29.3 14.0 227.7 22.9 1 1 1

*: 1 for homozygous for recurrent parent and 2 for homozygous for donor parent.

(Note) AYT1-2 ~ 1-10 come from the cross of RECP1 (PSH) / RGB44 (WFP donor).
AYT2-1~ 2-5 come from the cross of RECP14 (IMY) and RGB27 (Gn1 donor).
Grain size and shape scores:
1: Same as recurrent parent
2: Slightly smaller than recurrent parent

3: Smaller than recurrent parent

4: Slightly bigger than recurrent parent
5: Bigger than recurrent parent

-19 -
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PSH 11 IMY 5
Table 6 PSH IMY 2022 2 2
AYT1-7
10 AYT1-3 PSH
2021
AYT1-5 AYT1-8
PSH AYT1-4 AYT1-9 WFP
IMY 5 AYT2-2  AYT2-3
3 AYT2-4 AYT2-5 2
Table 7. Breeding materials in 2022MS. Sowing: July 20-22
Li D inti No. of No. of P
ine name escription Ace. | rows/line Furpose
RGB1~75 (selected) Donor lines from VN and NU, IRBB lines 58 4 For maintainence
RECP1~21 Recurrent parents 44 4 For maintainence
PC1~150 BC,F, lines with PSH background 150 1
For CSSLs development
IC1~115 BC,F, lines with IMY background 115 1
AYT1-1~ 1-8 with check Lines with PSH background for AYT 12 8,3 rep . ) .
. . . Advanced yield trial according to TSC
AYT1-1~ 1-5 with check Lines with IMY background for AYT 9 8, 3 rep
YT1-1~1~36 Lines with PSH background 36 8 To check uniformity and yield performance
YT2-1~2-18 Lines with IMY background 18 8 To check uniformity and yield performance
BC,F5 1-1 ~ 1-34 Lines carrying Gnl with PSH background 34 6
BC,F5 2-1 ~ 1-33 Lines carrying WFP1 with PSH background 33 6 Selection and generation development for
BC,Fs 11-1 ~ 11-38 Lines carrying Gn1 with IMY background 38 6 normal heading lines
BC,F512-1 ~ 12-32 Lines carrying WFP1 with IMY background 32 6
PE1~41 Lines carrying End with PSH background 41 6 To check uniformity and yield performance
IE1~28 Lines carrying End with IMY background 28 6 To check uniformity and yield performance
PYLF, F, lines carrying Gnl & WFP with PSH and IMY background 73 8
BC,F, 41 & 42 BC,F, lines carrying priority 2 genes with RECP14 background 20 8 For selection and generation development
BC,F; 13-1~13-19 Lines carrying Gnl1 with RECP15 background 19 8
BC,F3 14-1~14-24 Lines carrying WFP1 with RECP15 background 24 8 . .
_ : . For generation development and selection
BC,F; 15-1~15-28 Lines carrying Gnl1 with RECP16 background 28 8
BC,F3 16-1~16-38 Lines carrying WFP1 with RECP16 background 38 8
BC,F, & BC,F5 1720, 28 BC,F, & BC,F; lines carrying priority 2 genes with RECP15 83 2
background ) .
. : o : For generation development and selection
BC,F, & BC,Fs 2122, 31 BC,F, & BC,F; lines carrying priority 2 genes with RECP16 72 2
hackground
2022 AYT YT 2020
MSMKK
Table 7 2022 7 20-22 8
TSC DAR RGBM 2022DS
AYT Table 5 PSH RGBM1 8 IMY
5 RGBM101 105 Table 8 PSH PSH/RGB44 (WFP
) IMY 5 IMY / RGB27 (GN1 ) PSH
4 2022 230531
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PSH IMY
PSH IMY
PSH PSH RECP1
IMY IMY RECP14
RGB104 sadl
Table 8. Yield and agronomic traits of RGBM lines for 22MS. Sowing: Jul 20, 2022
50% Grain . . ) No. of . L )
Line name Heading  Yield/plot (ke, 1090—gra|n Plant height  Tiller firmiary Tota.l numbt.ar of Sterility Grainsize Left Right Remarks
weight (g) (cm) number grains/panicle % and shape marker marker
date 240 plants) branch
PSH background
22MS RECP1 Nov-16 6.79 30.2 134.0 10.0 11.0 167.0 18.3 1 1 1
m Oct-24 7.39 28.1 - - - - - 4 2 1 droopy leaf
22MS RGBM2 Oct-13 747 29.6 100.0 10.8 13.2 223.9 27.2 4 2 2
22MS - Oct-19 7.75 29.4 = = = = 239 4 2 2 incomplete panicle exertion
22MS RGBM4 Oct-13 6.31 31.0 111.0 13.7 9.5 157.9 16.7 1 ? R
22MS RGBMS Oct-15 7.43 31.2 107.0 12.4 111 185.4 19.9 1 2 2
22MS RGBM6 Oct-20 7.34 31.2 103.0 12.8 9.2 176.9 12.4 1 2 1
22MS RGBM7 Oct-24 6.24 26.9 88.0 131 8.5 187.5 9.1 2 2 2
ﬂ- Oct-17 5.31 29.0 - - - 2 ? 1 droopy leaf
IMY background
22MS RECP14 Nov-06 7.71 333 120.7 9.0 13.0 149.6 22.7 1 1 il
22MS RGBM101 Oct-28 7.45 329 112.7 9.7 15.5 200.1 16.4 1 1 il
22MS - Oct-16 7.09 29.8 — = = = = 1 1 i droopy leaf
22MS RGBM103 seg. 6.87 32.0 103.0 9.0 13.2 168.6 20.3 1 1 1 heading date segregation
22MS RGBM104  Oct-21 6.67 355 107.0 13.7 134 203.6 28.5 1 ? ?
22MS RGBM105 Oct-26 5.37 32.6 111.0 10.3 15.4 197.7 20.8 1 1 1
22MS  YT2-10 Oct-18 5.53 323 110.5 12.6 13.9 240.5 19.1 1 1 1 will use instead of RGBM102
*: 1 for homozygous for recurrent parent and 2 for homozygous for donor parent
i i i ility test
PSH 5 RGBM2 4 5 6 7 IMY 3 RGBM101
104 105 Oosato et al. (1998)
Angelita et al. 2011 Overall eating quality
roma for PSH Stickiness Hardness Gel consistency
Elongation for PSH
PSH 5 PSH IMY RGBM101 IMY
4 2022 230531
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Table 9. Cooking and Eating Qualities of 22MS RGBM lines.

Sensory test T
Amylose Gel Gelinization . Milling
Variety Ove.rall . content consistenc temperature Trans;zare Hardness Elonge.ztlon recovery

eatlr.1g Aroma  Stickness Hardness (%) v (mm) °C) ney (%) ratio (%)

quality

PSH background lines
PSH 0 0 0 0 21.3 31 75~79 0.7 39.2 2.3 59.3
RGBM2 0.72 0.25 0.24 -0.21 21.5 34 75~79 1.2 68.6 2.1 53.8
RGBM4 0.69 -0.11 -0.04 0.04 21.5 33 75~79 1.6 60.8 2.3 57.5
RGBMS5 0.72 0.46 0.38 -0.51 22.7 30 75~79 1.2 56.8 2.3 55.7
RGBM6 0.85 0.42 0.89 -0.96 16.0 53 75~79 1.7 76.4 1.7 62.0
RGBM7 0.76 0.35 0.41 -0.10 22.0 30 75~79 1.0 60.8 2.0 60.1

IMY background lines
IMY 0 - 0 0 17.9 35 55~69 2.9 83.5 1.6 59.1
RGBM101 0.95 - 1.05 -1.38 13.2 55 75~79 2.5 75.6 1.6 53.3
RGBM104  -0.53 - -1.41 1.38 24.8 28 75~79 2.5 81.5 1.7 52.9
RGBM105 -0.95 - -1.45 1.38 25.3 31 70~74 1.9 76.4 1.8 50.6
YT2-10 0.00 - -1.27 1.04 25.6 28 70~74 2.0 98.0 1.6 53.4

PSH IMY GN1 WFP
/ Table 10 2023

Table 10. Summary of selction for normal heading in 22MS.

. Total no. of Selected for uniformity
Line name .
lines planted Lines Plants
BC,F5 1 (PSH -Gn1l) 34 16 163
BC,Fs 2 (PSH-WFP) 33 17 136
BC,F5 11 (IMY-Gnl) 38 18 139
BC,F512 (IMY-WFP) 32 20 178
Total 137 71 616
MSMKK Table 11
GN1 WFP Table 12
2023

4 2022 230531
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Table 11. Summary of selction for MSMKK background lines carrying Gn1/WFP in 22MS.

Line name Originf’;ﬂ cr.oss .TOtaI no. of Selected for uniformity
combination lines planted Lines Plants
BC,F3 13 (RECP15-Gnl) RECP15 x RGB27 19 13 88
BC,F; 14 (RECP15-WFP) RECP15 x RGB44 24 5 38
BC,F; 15 (RECP16-Gnl) RECP16 x RGB27 28 14 79
BC,F; 16 (RECP16-WFP) RECP16 x RGB44 38 19 135
Total 109 51 340
Table 12. Summary of MSMKK background lines carrying other genes.
Line name Origingl cross _Total no.of  No. of lines
combination lines planted selected
BC,F, 18 (RECP15 / OVC) RECP15 x RGB35 18 4
BC,F, 19 (RECP15 / pi21) RECP15 x RGB38 3 0
BC,F, 20 (RECP15 / xa5,Xa7) RECP15 x RGBG67 18 12
BC,F3 17 (RECP15 / BPH25) RECP15 x RGB30 16 4
BC,F3 19 (RECP15 / pi2l) RECP15 x RGB38 16
BC,F5 28 (RECP15 / xa5,Xa7) RECP15 x RGB67 8 2
BC,F, 21 (RECP16 / BPH26) RECP16 x RGB34 18 13
BC,F4 22 (RECP16 / pi2l) RECP16 x RGB38 18 11
inashariazy wecPle| x porz | 3 2
[2]-1 2022 10 Protection of a
New Plant Variety to Grant Plant Breeder’s Right PVP TSC
2023 2023 5
DAR Myaungmya Latpadan Kyaukse
[2]-3
[2]-1 [2]-2
DAR
2020 [2]-1 [2]-2 2020
[2]-1 [2]-2 2021 2021
[2]-1 [2]-2 Table 6
PSH IMY
[2]-3 2022 PVP
TSC
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2022 DAR
(2-3) 3
DAR Naing Kyi Win
[2]
SATREPS 2011-2015 WISH
[3]-1 2
[3]-1
PSH IMY MSMKK
[2]-1 [2]-2
2020 2021
202 [2]-1 [2]-2 IMY
5 Table 13 RECP IMY
9.6m? 4.66 5.98 1
Table 13. Yield and agronomic traits of RGBM lines With IMY background at Thegon Farm
50% Grain Plant No. of Marker information*
. ,ﬂ ' 1000-grain X Tiller o Total number of = Sterility Grain size
Line name Heading  Yield/plot (kg, R height primary K ) Left Right
weight (g) numbe grains/panicle % and shape g
date 240 plants) (cm) branch marker marker
IMY background
22MS RECP14 Nov-07 2.90 29.3 1243 24.2 - 123.8 47.6 1 1 1
22MS RGBM101 Oct-15 5.18 32.2 113.5 7.6 - 2111 30.7 1 1 1
22MS RGBM102 Oct-06 5.03 29.8 107.4 6.9 - 194.3 26.6 1 1 1
22MS RGBM103 Oct-02 5.80 331 109.1 8.5 - 165.3 26.7 1 1 1
22MS RGBM104 Oct-05 5.98 335 104.1 7.6 - 165.5 33.7 1 ? ?
22MS RGBM105 Oct-13 4.66 29.6 111.5 7.3 - 219.3 324 1 1 1
*: 1 for homozygous for recurrent parent and 2 for homozygous for donor parent
Sowing time: July-04
[3]-2
4 2022 230531
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