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T. Hotta(Nagoya U.), M. Sasai, Water and Biomolecules, Hydrophobic hydration in nanometer
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NanotubesThe 4th Open Workshop for “Chemistry of Biological Processes Created by Water
and Biomolecules” TERSA Hall, Kyoto, Dec 18-19, 2006

T. Ushikubo(Nagoya U.), M. Sasai, Consistency of the transition theory in computer
simulation of a genetic toggle switch, The 17th International Conference on Genome
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